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Education
· 2007-present: Mech​anical Engineering, University of Pennsylvania, USA
· Ph.D candidate         GPA: 4.0/4.0
· 2003-2007: Theoretical and Applied Mechanics, Peking University, China
· Bachelor of Science     GPA: 3.86/4.0  (rank #1 for every academic year)
Research Experience
· 2007-present:  Research Assistant  (Advisor: Prashant K. Purohit, UPenn, USA)
· Models of protein forced unfolding under different loading conditions
· Thermo-mechanical properties of heterogeneous rod-like molecules and networks

· Internal fluctuation of confined DNA in nano-channels
· DNA migration and deformation in non-uniform nano-channels

· 2005-2007:  Undergrad Research  (Advisors: Huaiqiu Zhu & Zhensu She, PKU, China)
· Molecular dynamics simulations for studying enzyme (α-Lytic) specificity
· Summer 2006:  Undergrad Research (Advisor: Carmay Lim, NTHU, Taiwan)
· Factors governing metal-ligand distances in metalloproteins
Publications
1. Fluctuating elastic filaments under distributed loads.

   T Su and PK Purohit (currently under review, submitted on Feb 18, 2011)
2. Entropically driven diffusion: Application to motion of polymers in non-uniform nanochannels.
   T Su and PK Purohit (currently under review, submitted on Dec 24, 2010)
3. Transition between two regimes describing internal fluctuation of DNA in a nanochannel.
   T Su, SK Das, X Ming and PK Purohit (to appear in PLoS One, 2011)
4. Thermomechanics of a heterogeneous fluctuating chain.
   T Su and PK Purohit (2010) Journal of the Mechanics and Physics of Solids, 58:164-186.

5. Mechanics of heterogeneous fluctuating elastic rods.
   T Su and PK Purohit (2009) The Proceedings of the ASME-IDETC conference. (8 pages)
6. Mechanics of forced unfolding of proteins.
   T Su and PK Purohit (2009) Acta Biomaterialia, 5:1855-1863.
Awards
· 2003-2006  Highest undergrad scholarship (rank 1) in class for every academic year, PKU
· 2006  Chun-Tsung scholar, PKU (for undergrad research in 05-06 academic year)
· 2007  Outstanding undergraduate student in Beijing city & in Peking University
· 2009  Travel Award, USNCCM X conference, Columbus, Ohio, USA
· 2010  Travel Award, 16th USNCTAM conference, Penn State U, PA, USA

· 2010  NSF-Travel Award for SES 2010 conference, Ames, IA, USA

· 2010  Best paper, graduate student paper competition, SES 2010 conference, Ames, IA

Presentations
· Transition between two regimes describing internal fluctuation of DNA in nanochannels 
T Su, SK Das, M Xiao, PK. Purohit, MRS 2010 Fall Meeting, Boston, Nov 28-Dec 3, 2010
· Internal fluctuation of DNA in nanochannels 
T Su, SK Das, M Xiao, PK. Purohit, ASME-2010-IMECE, Vancouver, 12-18 Nov, 2010
· Transition between two regimes describing internal fluctuation of DNA in nanochannels 
T Su, SK Das, M Xiao, PK. Purohit, SES 2010 conference, Ames, IA, 4-6 Oct, 2010
· Internal fluctuation of confined DNA in nano-channels 
T Su and PK. Purohit, 4th SICBMB, Shanghai, China, 8-12 August, 2010
· Mechanics of heterogeneous fluctuating elastic rods
T Su and PK. Purohit, 16 USNCTAM conference, Penn State U, PA, US, 27 June-2 July, 2010
· Mechanics of heterogeneous fluctuating elastic rods
T Su and PK. Purohit, NBIC RT2 meeting, Pennsylvania, PA, US, 30 April, 2010
· Mechanics of heterogeneous fluctuating elastic rods
T Su and PK. Purohit, USNCCM X conference, Columbus, Ohio, US, 16-19 July, 2009
· Mechanics of the heterogeneous fluctuating elastic chain
T Su and PK. Purohit, Soft Matter MRSEC Chalk Talk, University of Pennsylvania, April 2009 
Others

· Summer 2004  1st prize in 4*400m relay & 3rd prize in 400m race, PKU sports meeting
· August  2009  Attending a workshop for basic wet laboratory techniques for genomics research (isolating genomic DNA, PCR, restriction enzyme digests, plasmid purification and automated DNA sequencing).
· Student member of SIAM (Society for Industrial and Applied Mathematics), 2010 & 2011
· Familiar with C++, Matlab, Mathematica, Adobe Illustrator, NAMD (simulation code for large biomolecular systems) etc.
